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CCTTTCCATAGAGAACAAAGAACTAAAGAAATTCTGTGACAAATGGACAATATAATTGGCCCAGTGTTCTCCTCCT 
CATGGTAATCTCATGCCTCTACAATCTACATCCAGTACACTCTCAGGTCAACATCAGAGTAAGGATATGGAGCCTA 
GGATCCCTTCTTAAACAACTGGAGACGTAATAACCCTCTTTATTAATGCATAGAATTAAGATTTCCATAGGGATAT 
TTAACAGAAAACCACATTTACTCTATTACCCCTAGAATAGGTACTTTTAAATAGAAGGTGATGTGGGATCTGAGGT 
AGGCGGGACAAGAATGGAGACACATCTGAAAAATAGTTATTGTTGAAAATTTTTAGGTACTGACAAGATGGAAGTC 
AACATTTCAATGCCTCTGAATGGATCAGAAGTTGTGTTTTATGATTCTACCACCTCAAGTGTTCTATGGATCCTCT 
CATTAGTGGTTCTCTTTATAACCTTTGTCCTCGGTGTTCTAGGTAATGGGCTTGTGATTTGGGTGGCTGGGTTCCA 
GATGGCACACACTGTGACCACTGTCTCTTATCTGAACTTGGCTTTGAGTGATTTATCTTTCATGGTTACTCTACCA 
CTTCACATCATCTCAATGGTCATGAGAGGAA?^TGGCTTTTTGGTTGGTTTCTTTGCAAATTAGTTCACATAATTG 
CAAACATAAACCTTTTTGTAAGTATCTTCCTAATCACTCTTATTGCCATGGATCGCTGTATTTGTGTCCTGTGCCC 
AGTATGGTCTCAGAATCACCGAACTGTGAGTCTGGCCAGAAAAGTGGTTCTTGGAGCTTGGATATTTGCTCTGCTG 
CTTACCTTGCCACATTTTCTCTTCTTGACTACAGTGAGAGATGCAAGAGGGGATGTGTACTGTATATCTAAATTTG 
AATCCTGGGTTGCAACCTCTGAAGAGCAGTTAAAGATGTCTGTTATTGCTGCCACAGCTTCAGGAATCATCAATTT 
CATTATTGGATTCAGCATGCCCATGTCTTTCATTGCTATCTGCTATGGACTCATGGCTGCCAAGATCTGCAGAAGA 
GGCTTTGTGAATTCCAGTCGTCCTTTACGTGTCCTCACTGCTGTAGCGATTTCCTTCTTTGTCTGTTGGTTCCCTT 
TTCAATTAATTATGCTTTTAGGCAACATCTTTAACAATGAGACACTGAGCATTATTCATATGTTGGTTAACCCAGC 
AAATACCTTGGCTTCCTTTAACAGCTGCCTCAACCCAATACTCTATGTATTCCTGGGTCAGGAATTCAGAGACAGA 
CTAATCTATTCTCTGTATGCCAGTCTAGAGAGGGCCCTGAGGGAAGACTAGTCCTTGATGGAAAATTCAGTCCTGA 
GCACTGACACAGACAGCAACTTGTCTTCATGAACTGCAGACTCTGAGCTATAGGAAATGGCAGGAGTAAGGCCAAT 
GGGATTTTTTTTTCCCTACCCTAGTCTTAATTTCTGTCTTATCCTATCTTGCATGAAATTTCTGAGTATAACTATA 
GAATCTCTCTGATTCTGATTTGGAAGACAGAAGT (SEQ ID N0:1) 

MEVNISMPLNGSEVVFYDSTTSSVLWILSLVVLFITFVLGVLGNGLVIWAGFQM^ 
TLPLHIISI^RGKi)^LFGWFLCKLVHIIANINLFVSIFLITLI^ 

ALLLTLPHFLFLTTVRDARGDVYCISKFESWATSEEQLKMSVIAATASGIINFIIGFSMPMSFIAICYGLM^^ 
CRRGFWSSRPLRVLTAVAISFFVCWFPFQLIMLLGNIFNNETLSIIHMLWPAOTI^ 
RDRLIYSLYASLERALRED (SEQ ID NO: 2) 



FIGURE 1 
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underlined = deleted in targeting construct 

bold = sequence flanking Neo insert in targeting construct 



CCTTTCCATAGAGAACa^GiUkCTiL?kMAAAa?TCTGTGACaUUiaK^ 

CCAGTGTTCTCCTCCTCATGGTAAOCTCATCCCTCTACAATCTACATC^^ 

AGGTOU^CATOlGAGTAAGGATATGGAGCCTAGGATCCCTTCTTAAACaUlCTGGAGACGT 

AATAACCCTCTTTATTAATGCATAGAATTAAGATTTCOITAGGGATATTTAACAG^^ 

CACATTTACTCTATTACCCCTAGAATAGGTACTTTTAAATAGAAGGTGATGTGGGATCTG 

AGGTAGGCGGGACAAGAATGGAGACACATCTGAAAAATA6TTATTGTTGAAAATTTTTAG 

GTACTGACAAGATGGAAGTCAACATTTCAATGCCTCT GAATGGATCAGAAGTTGTGTTTT 

ATGATTCTACCACCTCAAGTGTTCTATGGATCCTCTCATTAGTGGTTCTCTTTATAACCT 

TTGTCCTCGGTGTTCTAGG TAATGGGCTTGTGATTTGGGTGGCTGGGTTCCAGATGGCAC 

ACACTCTGACXACTGTCTCTTATCTGAACTTGGCTTTC 

CTCTACCaiCTTCACATCATCTCAATGGTCATGAGAGGAAAATGGCa^ 

CTCTTATTGCCATGGATCGCTGTATTTGTGTCCTGTGCCCAGTATGGTCTCAGAATCAC^ 
GAACTGTGAGTCTGGCCAGAAAAGTGGTTCTTGGAGCTTGGATATTTGCTCTGCTGCTTA 
CCTTGCCACATTTTCTCTTCTTGACTACAGTGAGAGATGCAAGAGGGGATGTGTACTG^^ 
TATCTAAATTTGAATCCTGGGTTGCAACCTCTGAAGAGaiGa?TAAAGATGTCTGTO 

CTGCCACaiGCTTCAGGAATCATCAATTTCATTATTGGATTCAGCATGCCCATGTCTTTC^ 
TTGCTATCTGCTATGGACTCATGGCTGCCAAGATCTGCAGAAGAGGCTTTGTGAATTCCA 
GTCGTCCTTTACGTGTCCTCACTGCTGTAGCGATTTCCTTCTTTGTCTGTTGGTTCCCTT 
TTCAATTAATTATGCTTTTAGGCAACATCTTTAACAATGAGACACTGAGCATTATTCATA 
TGTTGGTTAACCCAGCAAATACCTTGGCTTCCTTTAACAGCTGCCTCAACCCAATACTCT 
ATGTATTCCTGGGTCAGGAATTCAGAGACAGACTAATCTATTCTCTGTATGCCAGTCTAG 
AGAGGGCCCTGAGGGAAGACTAGTCCTTGATGGAAAATTCAGTCCTGAGCACTGACACAG 
ACAGCAACTTGTCTTCATGAACTGCAGACTCTGAGCTATAGGAAATGGCAGGAGTAAGGC 
CAATGGGATTTTTTTTTCCCTACCCTAGTCTTAATTTCTGTCTTATCCTATCTTGCATGA 
AATTTCTGAGTATAACTATAGAATCTCTCTGATTCTGATTTGGAAGACAGAAGT 



FIGURE 2 A 
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Gene Sequence 
Structure * 



399 bp 



Sequence Deleted 



549 bp 



Size of CDS: 1554 bp 




Targeting Vector* 
(genomic sequence) 



Arm Length: 
5': 0.3 kb 
3': 6 kb 



* Not drawn to scale 



LacZ-Neo 




5 " >CATAGAATTAAGATTTCCATA 

GGGATATTTAACAGAAAACCACAT 

TTACTCTATTACCCCTAGAATAGG 

TACTTTTTAAAATAGAAGGTGATG 

TGGGATCTGAGGTAAGGCGGGACA 

AGATGGAGACACATCTGAAAAATA 

GTTATTGTTGAAAATTTTTAGGTG 

CTGACAAGATGGAAGTCAACATTT 

CAATGCCTCTGO » 

(SEQ ID K0:3) 



5 » >CCACTGTCTCTTATCTGAACT i 

TGGCTTTGAGTGATTTATCTTTCA 

TGGCTACTCTACCACTTCACATCA 

TCTCAATGGTCATGAGAGGAAAAT 

GGCTTTTTGGTTGGTTTCTTTGCA 

AATTAGTTCACATAATTGCAAACA 

TAAACCTTTTTGTAAGTATCTTCC 

TAATCACTCTTATTGCCATGGATC 

GCTGTATTTGT<3' 

(SEQ ID N0:4) 



FIGURE 2B 



